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You will have approximately four weeks to finish your project. There is no restriction to the tools you use.
You can apply any computational tools (online or desktop programs) to help you to complete your project.
But you have to report the name and reference for the program you used in this project. After you have
completed your project, upload the results to your web directory before 12/28/2016. There will be ~30
minutes project presentation /discussion for each group at the end of the semester. If you have any questions
regarding this project, you are welcome to post your question on the forum, or ask any of the teaching
assistants. Good luck and have fun!



